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Bk 5 306-5-B9
JAN (HA4)  A_XFtvVU~7 Gl Z)

JAN (& #44) : Obexelimab (Genetical Recombination)

T2 BRI KRN AV T 4 RiES

H $4
EVQLVESGGG LVKPGGSLKL SCAASGYTFT SYVMHWVRQA PGKGLEWIGY 50
INPYNDGTKY NEKFQGRVTI SSDKSISTAY MELSSLRSED TAMYYCARGT 100
YYYGTRVFEDY WGQGTLVTVS SASTKGPSVF PLAPSSKSTS GGTAALGCLV 150
KDYFPEPVTV SWNSGALTSG VHTFPAVLQS SGLYSLSSVV TVPSSSLGTQ 200
TYICNVNHKP SNTKVDKKVE PKSCDKTHTC PPCPAPELLG GPSVFLFPPK 250
PKDTLMISRT PEVTCVVVDV EHEDPEVKEN WYVDGVEVHN AKTKPREEQY 300
NSTYRVVSVL TVLHQDWLNG KEYKCKVSNK AFPAPIEKTI SKAKGQPREP 350
QVYTLPPSRE EMTKNQVSLT CLVKGFYPSD ITAVEWESNGQ PENNYKTTPP 400
VLDSDGSFFL YSKLTVDKSR WQQGNVFESCS VMHEALHNHY TQKSLSLSPG 450
K 451
L #4
DIVMTQSPAT LSLSPGERAT LSCRSSKSLQ NVNGNTYLYW FOQOKPGQSPO 50
| .
LLIYRMSNLN SGVPDRFSGS GSGTEFTLTI SSLEPEDFAV YYCMQHLEYP 100
ITFGAGTKLE IKRTVAAPSV FIFPPSDEQL KSGTASVVCL LNNFYPREAK 150
VOWKVDNALOQ SGNSQESVTE ODSKDSTYSL SSTLTLSKAD YEKHKVYACE 200
VTHQGLSSPV TKSFNRGEC 219



H 84 N301 : #8455 S ; HEH K451 : a7 atkwy o 7

H 4 C224 — L #{ C219, H$4 C230—H #{C230, H#{C233-H${ C233: VAL 7 ¢ N
ERBEHOHE A E

GIcNAc—Man\ Fuci
Man-GIcNAc-GIcNAc
GIcNAc-Man 4

GIcNAc—Man\ Fuc

|
(NeuAc-)q 4 (Gal-) Man-GIlcNAc-GIcNAc
GIlcNAc-Man /

GaI—GIcNAc—Man\ Fuc

[
(NeuAc—)g.o Man—-GIcNAc-GIcNAc
GaI—GIcNAc—Man/

Ces62H10108N172402044S50 (¥ > 737 'EH 57, 4 AREH)
H #4 : Cz218H3409N5790679S17
L #4 : C1o63H1649N2830343S8

ARFE Y v TN, B THBRZH CDI9 £/ 7 a—TF bk TH Y, ZOMFERERIX~ ¥ ZAHUkIC
Bk L, Tofdt FIgGlICHKT 5. TOHBD 2O 7T I /Wi ER (S271E, L332F) &h T
W5, AR¥EY~TIE, CHOMfIZ LV EEIND. AX_FE Y ~vT1E, 451 HO7 I/ BRIEEN G 72
HZHE (1 8) 2 KR 219 O 7T X 7 RN O35 L (k 85) 2 R TRk SN D 8EX 28 (4
Fi& ;K9 150,000) THD.

Obexelimab is a recombinant anti-CD19 monoclonal antibody whose complementarity-determining regions are
derived from mouse antibody and other regions are derived from human IgG1. In the H-chain, the amino acid residues
are substituted at 2 positions (S271E, L332F). Obexelimab is produced in CHO cells. Obexelimab is a glycoprotein
(molecular weight: ca.150,000) composed of 2 H-chains (y1-chains) consisting of 451 amino acid residues each and 2

L-chains (k-chains) consisting of 219 amino acid residues each.
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: Etentamig (Genetical Recombination)

JAN (HAA%)
JAN (%)

T2 BRI KRN AV T 4 RiES

1L BCMA-H 84

EVQLLESGGG

IRGSDGSTYY

ENDGPFDHRG

LVOPGGSLRL

ADSVKGREFTI

QGTLVTVSSG

SCAASGFTVS
I

SYGMSWVRQA PGKGPEWVSG

SRDNSKNTLY

GGGSEVQLLE

1
LOMNSLRAED TAVYYCAKQG

SGGGLVQPGG SLRLSCAASG
|

FTVSSYGMSW

VROAPGKGPE

NTLYLOMNSL

CPPCPAPEAA

NWYVDGVEVH

KGLPSSIEKT

DIAVEWESNG

SVMHEALHNH

|
RAEDTAVYYC

GGPSVEFLEPP

NAKTKPREEQ

ISKAKGQOPRE

QPENNYKTTP

YTQOKSLSLSL

WVSGIRGSDG

AKQGENDGPF

KPKDTLMISR

FNSTYRVVSV

POVYTLPPSO

PVLDSDGSFEF

GK

$1 CD3s-H 4

STYYADSVKG RETISRDNSK

DHRGQGTLVT VSSESKYGPP

TPEVTCVVVD VSQEDPEVQF

LTVLHQDWLN GKEYKCKVSN

EEMTKNQVSL SCAVKGEYPS

LVSRLTVDKS RWQEGNVESC

EVQLVESGGG

ISWNSGSIGY

RGYGDYRLGG

LVOPGRSLRL

ADSVKGRETI

AYWGQGTLVT

SCAASGFTED
[

DYAMHWVRQA

PGKGLEWVSG

SRDNAKNSLY

VSSASTKGPS

LOMNSLRAED

VEPLAPCSRS

|
TALYYCAKDS

TSESTAALGC
|

LVKDYFPEPV
o
TKTYTCNVDH
KDTLMISRTP
STYRVVSVLT
VYTLPPSQEE
LDSDGSFFLY

$iCD3g-L #4

EIVMTQSPAT
ASTRATGIPA
GTKVEIKRTV
DNALQSGNSQ

LSSPVTKSEN

TVSWNSGALT

KPSNTKVDKR

EVTCVVVDVS

SGVHTFPAVL

VESKYGPPCP

QEDPEVOQENW

VLHODWLNGK EYKCKVSNKG
MTKNQVSLWC LVKGEYPSDI

SRLTVDKSRW QEGNVESCSV

LSVSPGERAT LS?RASQSVS

QOSSGLYSLSS

PCPAPEAAGG

YVDGVEVHNA

LPSSIEKTIS

AVEWESNGQP

MHEALHNHYT

SNLAWYQQOKP

REFSGSGSGTE FTLTISSLOS

AAPSVFIFPP SDEQLKSGTA

ESVTEQDSKD STYSLSSTLT

RGEC

|
EDFAVYYCQQ

VVTVPSSSLG

PSVFLEFPPKP

KTKPREEQEN

KAKGQPREPQ

ENNYKTTPPV

OKSLSLSLGK

GOAPRLLIYG

YNNWPWTEGQ

SVVCLLNNFEY PREAKVOWKV

LSKADYEKHK VYACEVTHQOG

50
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150

200

250

300

350

400

450

472
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200
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300

350

400

450

50

100

150

200

214



fit BCMA-H $H N322, 1 CD3e-H $H N300 : FE#HiE 5 ; T BCMA-H ${ K472, 1 CD3e-H $H K450 : 55~
okv T

L BCMA-H #4 C251— #i CD3e-H #4 C229, #i BCMA-H # C254 — #i CD3e-H # C232, #1{ CD3s-H # C137
— HLCD3e-L #1C214 : AL T 4 FisE

E M O HE EAE
GIcNAc-Man N Fucf
(Gal-)g_o Man-GIcNAc-GIcNAc
GIcNAc—Man /
X

VL
HiCcD3e-Lil

$IBCMA-H 4 CD3e-HiH

Csas1Hs410N 148901726839 (& > /N7 BB Sy, 3 AEH)
HL BCMA-H $1  C2243H3466N6220717S17

HL CD3e-H #{  Ca189H3367N5870677S16

HL CD3e-L $#{  Caoa9H1502N280033256

=T UH 2 70%, B EAGTUR (BCMA) KON CD3efH (2% 5 i s -/ 2 =l B4 EMET /) 7 o—
FAFURTH S, HL BCMA-H S5 1~119 7F H & O 125~243 3F H (T 31 & 5T BCMA Fifk H S5 I 2850
2, Zoftiixt b 1gG4 IZHK L, 6 DD T X/ EEFEILMER (S253P, F259A, L260A, T391S, L393A,
Y432V) S TW5. $i CD3e-H #4iZt k 1gG4 IZHKR L, 4 D7 I /BRI EHR (S231P, F237A,
L238A, T369W) S CW5. =7 ¥ I 71X, CHOMIBICE VEAIND. =T U X I 7342 O T
TR D72 D P BCMA-H 85 (y4 85) 1A, 450 o7 2 FRFEIEN 572 55T CD3e-H ¢4 (y4 £4) 1
AR 214 DT X BEFRIEIN G 72 2450 CD3e-L $1 (x $1) 1 ATH S DX "7 EThHD (O F
 : £9126,000) .

Etentamig is a recombinant trivalent bispecific monoclonal antibody against B-cell maturation antigen (BCMA) and
CD3e. In the anti-BCMA H-chain, the amino acid residues at positions 1 — 119 and 125 — 243 are both derived from
variable region of anti-BCMA antibody H-chain, and other regions are derived from IgG4 whose amino acid residues
are substituted at 6 positions (S253P, F259A, L260A, T391S, L393A, Y432V). The anti-CD3¢ chain is derived from
human IgG4 whose amino acid residues are substituted at 4 positions (S231P, F237A, L238A, T369W). Etentamig is
produced in CHO cells. Etentamig is a glycoprotein (molecular weight: ca. 126,000) composed of an anti-BCMA H-

chain (y4-chain) consisting of 472 amino acid residues, an anti-CD3¢ H-chain (y4-chain) consisting of 450 amino acid



residues, and an anti-CD3g L-chain (x-chain) consisting of 214 amino acid residues.
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JAN (BEA%) :®—77%EALEF MU TA
JAN (3% 4) : Sefaxersen Sodium

20-
[(3'-5') R1—§:mgzmg:mg:mg:d (A=mC=G=mC=mC=mC=mC=T=G=T=) mC=mC=A=G=mC 20Na*

X: 2'-0-(2-methoxyethyl)nucleotide O O 0O S
- , o/ _ \/
mX: 2'-0-(2-methoxyethyl)-5-methylnucleotide _ P\ _ P\

d (X) : 2'-deoxynucleotide
d (mX) : 2'-deoxy-5-methylnucleotide

mC: 2'-0-(2-methoxyethyl)-5-methylcytidine

o o R g
*
—0 )J\MJ\ ><
4¢/h” 3 H R2

*ZVIXOVATF R DUVBREDBRFEF

o
I

C206H425N77Na200148P20S19

t—7 77Xt F MY T AL, MR B KT mRNA O—EIZ A 22 B0S 2 A3 5 RNA 25 (v
v Te—H) TUoFR L AFY AX T LAF ROF NI ULETHY, {LREM S 20HOX 7 LA F
REEENS 2 5.

Sefaxersen Sodium is a sodium salt of a gapmer antisense oligonucleotide inducing target RNA
degradation, whose sequence is complementary to a part of complement factor B mRNA. Sefaxersen Sodium

consists of chemically modified 20 nucleotide residues.



Bk 5 307-1-B5
JAN (HA%) : A_FL I A v
JAN (& 44) : Oveporexton

Ca23H25FsN204S

N-{(2S3R)-4,4-V 7 LA 1 1-2-E KR F L2 AF LT 1,8 A 1)2(2,3"5-
RNU ZAFE[LI-E 7 2 =A]3A A FAER Y DrB3 A MV H - AR T S R

N-{(28,3R)-4,4-Difluoro-1-(2-hydroxy-2-methylpropanoyl)-2-[(2,3',5'-
trifluoro-[ 1,1'-biphenyl]-3-yl)methyl|pyrrolidin-3-yl} ethane-1-sulfonamide



HékdH 307-2-B1
JAN (HA4) : A7aARAZ v b
JAN (3 4) : Mevrometostat

C22H24CI2N20s

58-V7 m-7-[(R)-A FF (A X H L -3-A W) A FIL]-2-[(4- A b FT-6- A F)L-2-4% > -1,2-
b ReBEYUUB3AMNATIN]34TE Radg Vx )Y -12H)-4

5,8-Dichloro-7-[(R)-methoxy(oxetan-3-yl)methyl]-2-[(4-methoxy-6-methyl-2-0x0-1,2-
dihydropyridin-3-yl)methyl]-3,4-dihydroisoquinolin-1(2H)-one



B¢k 307-2-B3
LIV AVE mRAYYU LY (BETEIRZ)

JAN (HAA%)
JAN (%)

: Zeleciment Rostudirsen (Genetical Recombination)

T2 BRI KRN AV T 4 RiES

H &4

QVQLQESGPG
YITEFDGANNY

YDYDVLDYWG

LVKPSQTLSL

NPSLKNRVSI

QGTTVTVSSA

TCTVTGYSIT
|

SGYYWNWIRQ

PPGKGLEWIG

SRDTSKNQF'S

STKGPSVFEPL

LKLSSVTAED

APSSKSTSGG

|
TATYYCTRSS

TAALGCLVKD
|

LETPEPVTVSW

ICNVNHKPSN

L &5

DIOMTQSPSS
TSRLHSGVPS
GTKLEIKRTV
DNALQSGNSQ

LSSPVTKSEN

NSGALTSGVH

TKVDKKVEPK

LSASVGDRVT

RESGSGSGTD

AAPSVFIFPP

ESVTEQDSKD

RGEC

TFPAVLQOSSG

SCDKTHT

IT?RASQDIS

LYSLSSVVTV

NELNWYQOKP

FTLTISSLQP

SDEQLKSGTA

STYSLSSTLT

HE QL : #mmer 7 x I g

H #4 K13, H 81 K44, H#{ K82, H 84 K207, H #{ K215, H#{K216, L #{ K107, L #{ K126, L #4 K145,

I
EDFATYYCQOQO

SVVCLLNNEY

LSKADYEKHK

L $4 K188, L #H K190, L #H K207 : Wik & vl aeiir
H#{ C222 - L #{C214 : VANV T ¢ FihE

PSSSLGTQTY

GQPVKLLIYY

GHTLPYTEGOQO

PREAKVQWKV

VYACEVTHQG

50

100

150

200

227

50

100

150

200

214



0 2t A ORISR

protein——

B : 5K ifihronE B OIEE (HUBCOI30E B DIEEETRY)
15 EF2 5| : CTCCAACATC AAGGAAGATG GCATTTCTAG

n (P2 THD
U D U & R D 2RI

C2122H3275Ns630685511 (& > /™7 BB 57, 2 REH)
H#H  CiosaH1671N2830349Ss
L #5  Cio3sH1606N2800336S6

LA mRAY VAL, JUEA ) TEBRESE (78 K 71,0000 THH, B FHIELE
J 7 a—FNHUROYE) 2 HO U v ok RIC e A Dbt v (CaiHessN1920136P30 3 70 18 1 11,510) 235k
HLTWD. FURE L, LT A7 = U VZFR 1 HUKD Fab Wi T ThH v, ZOMAMERERBIZ~ 7
ZHUEIZ, FOMIZE b IgGl ICHRT S, HBED 1 >0 7 I/ BRIRENEK (L114T) ShTnb, Z v
XY ERS T CHO M@ K 0 BEAE S A, 227 DT X 7 WFRE B35 HEH (y1 85) 1 ARV 214 HO T
RBREN DD L () 1 ATHRRSND.



Zeleciment Rostudirsen is an antibody-oligonucleotide-conjugate (molecular weight: ca. 71,000) consisting of
Rostudirsen (Caz21Hss55N1920136P30; molecular weight: 11,510) attached to an average of two lysine residues of the
recombinant monoclonal antibody. The antibody moiety is an Fab fragment of recombinant anti-transferrin receptor 1
monoclonal antibody whose complementarity-determining regions are derived from mouse antibody and other regions
are derived from human IgGl1. In the H-chain, the amino acid residue is substituted at 1 position (L114T). The protein
moiety is produced in CHO cells and is composed of 1 H-chain (y1-chain) consisting of 227 amino acid residues and

1 L-chain (x-chain) consisting of 214 amino acid residues.



ik 5 307-2-B4
AN (HAA) BT 7 R
JAN (3€ #44) : Serabelisib Phosphate Hydrate

C19H17NsO3 « 2H3PO4 * H.O

[6-2-7 X /-13-_U YV F XYY —L-5-A /A I X V[12-a] ) P2 3-A V) (FEAR Y -4
ANAK ) T UK

[6-(2-Amino-1,3-benzoxazol-5-yl)imidazo[1,2-a]pyridin-3-yl](morpholin-4-yl)methanone diphosphate monohydrate



BE%FE 5 307-2-B5
JAN (HA%) & FAT 7 F NEBRE
JAN (3£ 4) : Setmelanotide Acetate

0]
>~Arg—Cys—D-Ala—His—D-Phe—Arg—Trp —Cys—NH, ¢ xH;C—CO,H
HsC | |

Ca9HesN1809S; + XCH3COOH

B RATZ ) F REHBEI, AT aVF v 4 IZFERT A=A NTHY, 8HOT I JBEENSLRDE
T F ROFFBRE CTH 5. (LFAHIZLLTFO®@EY Tho.

N2-7 B F)-L-T VX =)= AT A =)-D-T T =)b-L-t AF V)L-D-7 = =)L T T =)L-L-T L ¥ = )L-
L-RU T R T 4 -L- AT A T 2R, BRIRQ-8)-V AL T 4 N HEEEKE

Setmelanotide Acetate is a melanocortin receptor 4 agonist which is an acetic acid salt of a synthetic peptide consisting
of 8 amino acid residues. Chemical name is as follows:
N2-Acetyl-L-arginyl-L-cysteinyl-D-alanyl-L-histidyl-D-phenylalanyl-L-arginyl-

L-tryptophyl-L-cysteinamide, cyclic (2—8)-disulfide acetate



B¢k 307-2-B6
=A< T GBI R)

: Zanidatamab (Genetical Recombination)

JAN (HAA%)
JAN (%)

T2 BRI KRN AV T 4 RiES

$1L ECD2-H 4

GEVQLVESGG
DVNPNSGGSI

LGPSEFYFDYW

GLVQPGGSLR LSCAASGFTF

ADYTMDWVRQ

APGKGLEWVG

YNQRFKGRET FSVDRSKNTL

GOGTLVTVSS ASTKGPSVEP

YLOMNSLRAE

LAPSSKSTSG

\
DTAVYYCARN

GTAALGCLVK

DYFPEPVTVS

—
YICNVNHKPS
KDTLMISRTP
STYRVVSVLT
VYVYPPSRDE

LDSDGSFALV

PTECD2-L 4
GDIOMTQSPS
SASYRYTGVP
QGTKVEIKRT
VDNALQSGNS

GLSSPVTKSF

WNSGALTSGV HTEFPAVLQSS

NTKVDKKVEP KSCDKTHTCP

EVTCVVVDVS HEDPEVKENW

VLHODWLNGK EYKCKVSNKA

LTKNQVSLTC LVKGEFYPSDI

SKLTVDKSRW QQGNVESCSV

SLSASVGDRV TITCKASQDV

GLYSLSSVVT

PCPAPELLGG

YVDGVEVHNA

LPAPTEKTIS

AVEWESNGQP

MHEALHNHYT

SIGVAWYQOQOK

SRFSGSGSGT DEFTLTISSLQ

VAAPSVEFIFP PSDEQLKSGT

QESVTEQDSK DSTYSLSSTL

NRGEC

|
PEDFATYYCQ
ASVVCLLNNFEF

TLSKADYEKH

VPSSSLGTQT

PSVEFLFPPKP

KTKPREEQYN

KAKGQPREPQ

ENNYKTTPPV

QKSLSLSPG

PGKAPKLLTY

QYYIYPATFEG

YPREAKVQWK

KVYACEVTHQ

50

100

150

200

250

300

350

400
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200

215



H1ECD4 4
GDIQMTQSPS
SASFLYSGVP
QOGTKVEIKGG
AASGFNIKDT
DTSKNTAYLQ

EPKSSDKTHT

SLSASVGDRV

SREFSGSRSGT

SGGGSGGGSG

YIHWVROAPG

MNSLRAEDTA

CPPCPAPELL

TITCRASQDV

NTAVAWYQOK

DFTLTISSLOQ

GGSGGGSGEV

KGLEWVARIY

|
PEDFATYYCOQ
QLVESGGGLV

PTNGYTRYAD

PGKAPKLLIY

QHYTTPPTFEG

QPGGSLRLSC

SVKGRFTISA

—
VYYCSRWGGD

GGPSVFLFPP

GEFYAMDYWGOQ

KPKDTLMISR

GTLVIVSSAA

TPEVTCVVVD

VSHEDPEVKF

GKEYKCKVSN

LCLVKGEYPS

RWQOGNVESC

FL ECD2-H £4 N300, #1T ECD4 #H N332 : BESHf5 & ; 1 ECD4 #H G109 — R147 : O fif & AbE S5 & 7T
$1L ECD2-H #4 C223 — #i ECD2-L #4 C215, %t ECD2-H 4 C229 — $1 ECD4 %4 C261, #1 ECD2-

NWYVDGVEVH

KALPAPIEKT

DIAVEWESNG

SVMHEALHNH

NAKTKPREEQ

ISKAKGQPRE

QPENNYLTWP

YTOKSLSLSP

YNSTYRVVSV

POVYVLPPSR

PVLDSDGSFF

G

LTVLHQDWLN

DELTKNQVSL

LYSKLTVDKS

50

100

150

200

250

300

350

400

450

481

PLECD4 $5 C264 : A7 ¢ NG

TR HEH OHEERE IS

N i & AR

Fuca1
4GIcNAcp1-2Manat | é
6
(GalB1-)o-2 Manp1-4GIcNAcB1-4GIcNAc
4GIcNAcp1-2Manat1”
(OF e withiiszl
Xyl-
X

% scFv
‘Ei' VH

VL
$LHER2 ECD4

$LHER2ECD2



CsssaHes28N148201726S36 (5 >/~ 7 E# 5y, 3 AdH)
HL ECD2-H #H  C2186H3368N5820670S15

HiL ECD2-L #1  Cu039H1603N2730336S6

fiL ECD4 #{ Ca328H3563N6270720815

Y= H~70%, b b EREERN 25K 2 8 (HER2) Ofifust KA A > 2 (ECD2) KOFHAES KA A
4 (ECD4) IZxT 2B THBZNANT "Ny 7 E ) 7 a—FAHUETHS. P ECD2 SHOFHMIER E
it~ v AR, ot ~ IgGl ICHK L, $L ECD2-H $5D 4 >DO7 2/ BRFEFENEH (T353V,
L354Y, F408A, Y410V) &1, C KD K450 1ZkE SN TV 5. Hi ECD4 40> 1~108 % H I3 ht ECD4 #i
K L 84 ZE5ER, 129~248 & H 13HL ECD4 HUfk H S0 I ZSEIICAR Y L, MR ER X~ 7 AUk
WZHSkEL, ZToffiide b I1gGL ([CHkT 5. HLECD4 $500 5 D7 2 FRFEIL ) E# (C255S, T385V,
T401L, K427L, T429W) &, C RO K482 IxfrE S Tn5. #F =4 %~ 71%, CHO fiflic kv pEA
END. F=FL<T1L, M9OT I/ BRFEIEN D/ 5P1 ECD2-H $4 1 A&, 215D 7 X/ FRFEIEN B 72
%L ECD2-L 8 1 RE O 481 DT X/ BRFkIED D 70 591 ECDA S5 TR S DX v X0 B (O T8
#7128,000) TH 5.

Zanidatamab is a recombinant biparatopic monoclonal antibody against-human epidermal growth factor receptor type
2 (HER2) extracellular domain 2 (ECD2) and extracellular domain 4 (ECD4). In the anti-ECD2 chain,
complementarity-determining regions are derived from mouse antibody and other regions are derived from human
IgGL. In the anti-ECD2 H-chain, the amino acid residues are substituted at 4 positions (T353V, L354Y, F408A,
Y410V) and K450 at the C-terminus is deleted. In the anti-ECD4 chain, the amino acid residues at positions 1 — 108
and 129 — 248 correspond to variable regions of anti-ECD4 antibody L-chain and H-chain respectively, in which
complementarity-determining regions are derived from mouse antibody and other regions are derived from human
IgG1. In the anti-ECD4 chain, the amino acid residues are substituted at 5 positions (C255S, T385V, T401L, K427L,
T429W) and K482 at the C-terminus is deleted. Zanidatamab is produced in CHO cells. Zanidatamab is a glycoprotein
(molecular weight: ca. 128,000) composed of an anti-ECD2 H-chain consisting of 449 amino acid residues, an anti-

ECD?2 L-chain consisting of 215 amino acid residues, and an anti-ECD4 chain consisting of 481 amino acid residues.
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Naxitamab is a recombinant anti-ganglioside GD2 monoclonal antibody whose complementarity-determining regions
are derived from mouse antibody and other regions are derived from human IgG1. Naxitamab is produced in CHO
cells. Naxitamab is a glycoprotein (molecular weight: ca.146,000 ) composed of 2 H-chains (y1-chains) consisting of

449 amino acid residues each and 2 L-chains (k-chains) consisting of 211 amino acid residues each.
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5-{[(1S)-1-(6-Chloro-2-ox0-1,2-dihydroquinolin-3-yl)ethyl]Jamino}-1-methyl-6-0xo0-1,6-
dihydropyridine-2-carbonitrile
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N-{4-Bromo-5-[1-ethyl-7-(methylamino)-2-oxo-1,2-dihydro-1,6-naphthyridin-3-yl]-2-
fluorophenyl}-N'-phenylurea
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6-Amino-5-chloro-N-[(1R)-1-(5-{[5-chloro-4-(trifluoromethyl)pyridin-2-yl]carbamoyl}-1,3-
thiazol-2-yl)ethyl]pyrimidine-4-carboxamide
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