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" Methy! {5-[6-{[4-(methanesulfonyl)piperazin-1-ylJmethyl}-4-(morpholin-4-yl)pyrrolo[2,1-f][1,2,4]triazin-2-y1]-

4-(trifluoromethyl)pyridine-2-yl} carbamate monomethanesulfonate dihydrate
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2-(2,5-Dioxopyrrolidin-1-yl)ethyl methyl (2E)-but-2-enedioate
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(35)-3-(5-{4-[(1-{4-[(1R,25)-6-Hydroxy-2-phenyl-1,2,3 4-tetrahydronaphthalen- 1-yl]phenyl} piperidin-4-
yDmethyl]piperazin-1-yl}-1-oxo-1,3-dihydro-2 H-isoindol-2-yl)piperidine-2,6-dione
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4-[(25)-2-(4-{5-Chloro-2-[4-(trifluoromethyl)-1H-1,2,3-triazol-1-yl]Jphenyi} -5-methoxy-2-oxopyridin-1(2 H)-

yDhbutanamido]-2-fluorobenzamide
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EVOLVESGGG LVQPGRSLRI, SCAASGFTFH DYAMHWVRQV PGKGLEWVSG
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ISWRGDIGGY VKSVKGRETI SRDNAKNSLY LOMNSLRAED TALYYCVKSY

GSGSEYNAFD SWGOGTLVTV SSASTKGPSV FPLAPCSRST SESTAALGCL
|

VKDYFPEPVT VSWNSGALTS GVHTFPAVLO SSGLYSLSSV VIVPSSSLGT

KTYTCNVDHK PSNTKVDKRV ESKYGPPCPP CPAPEFLGGP SVFLEFPPKPK

DTIMISRTPE VTCVVVDVSQ EDPEVQFNWY VDGVEVHNAK TKPREEQEFNS

TYRVVSVLTV LHODWLNGKE YKCKVSNKGL PSSIEKTISK AKGQPREPQV

YTLPPSQEEM TKNQVSLTCL VKGFYPSDIA VEWESNGQOPE NNYKTTPPVL

DSDGSFELYS RLTVDKSRWQ‘EGNVFSCSVM HEALHNHYTQ KSLSLSLG
HLFIXa-L84

DIQMTQSPST LSASVGDRVT ITCRASQSIS SWLAWYQOKP GKAPKFLIYK
{ ,

1
ASKLERGTPS RFSGSGSGTE FSLTISSLQOP DDFATYYCLE YSSYIRTEGQ

GTKVEIKRTV AAPSVFIFPP SDEQLKSGTA SVVCLLNNEFY PREAKVOWKV
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DNALQSGNSQ ESVTEQDSKD STYSLSSTLT LSKADYEKHK VYACEVTHOG

LSSPVTKSEN RGEC

50
100
150
200
250
300
350
400

448

504
100
150
200

214



HiFX-H84

EVQLVQSGAE VKKPGESLRI S?KGSGYSFS TSWIVWVROM PGKGLEWMGM 50
IDPSDSFTSY SPSFQGHVTI SADKSISTAY LQOWSSLKASD TAMYYéARLH 100
YYNSEEFDVW GQGTLVTVSS ASTKGPSVFP LAPCSRSTSE STAALG?LVK 150
DYFPEPVTVS WNSGALTSGV HTFPAVLQSS GLYSLSSVVT VPSSSLGTKT 200
YTCNVDHKPS NTKVDKRVES KYGPPCPPCP APEFLGGPSV FLFPPKPKDT 250
IMISRTPEVT CVVVDVSQED PEVOFNWYVD GVEVHNAKTK PREEQFNSTY 300
RVVSVLTVLH QDWLNGKEYK CKVSNKGLPS SIEKTISKAK GQPREPQVYT 350
LPPSQEEMTK NQVSLTCLVK GFYPSDIAVE WESNGQPENN YKTTPPVLDS 400
DGSFLLYSKL TVDKSRWQEGVNVFSCSVMHE ATHNHYTQKS LSLSLG ' ‘ 446
HIFX-LE4

EIVLTQSPGT LSLSPGERAT LS?RASQSVS SSYLAWYQQOK PGQAPRLLIY 50
GQSSRTRGIP DRESGSGSGT DFTLTISRLE PEDFAVYYéQ QFGDSQLFTF 100
GOGTKLEIKR TVAAPSVFEFIF PPSDEQLKSG TASVVCLLNN FYPREAKVQOW 150
KVDNALQSGN SQESVTEQbS KDSTYSLSST LTLSKADYEK HKVYACEVTH 200
QGLSSPVTKS FEFNRGEC 216
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P FIXa-H #8 C193H3371N5830672816

Pt FIXa-L $8 CioaoH1616N2780335S6

L FX-H 8 Ca130H3361N567067981

PLFX-L #8 Cro42H1620N284033885

FxUINNE, BETERENNRERS X BT (FIXe) ROVOREES X BT FX) "5
BT )7 u—F ARG TH Y, HlFXaH #R O FX-H#ERWThb e b [gG4 ICHkT 5. #iFXa-H
BOECT I BRESER (S230P) Sh, CHEO KM HRESN TS, £, i FX-HHO3
D7 I ) BEFRENER (S228P, F405L, R409K) X, CREED K447 IIBRESH TS, TXRVIS
%, CHOMIBIC LV EASNS. TRV IS, 48 BT I/ BEEN L2550 FiXa-H 85 (y4 86) 1 K,
214 BOT XV BBEENL25H FIXaL 8 (8 174, 446 HOT I/ BEREN L2551 FX-HH (4
) 1 ARV 216 DT I JBEENLRIMFX-L#H ) 1 A THERRINIES V8 (HTE:
#148,000) THD. ’

Denecimig is a recombinant bispecific monoclonal antibody against activated coagulation factor IX (FIXa) and
coagulation factor X (FX), in which anti-FIXa H-chain and anti-FX H-chain are derived from human IgG4. In the anti-
FIXa H-chain, one amino acid residue is substituted (S230P) and K449 at the C-terminus is deleted. In the anti-FX H-
chain, three amino acid residues are substituted (S228P, F405L, R409K), and K447 at the C-terminus is deleted.
Denecimig is produced in CHO cells. Denecimig is a glycoprotein (molecular weight: ca. 148,000) composed of an
anti-FIXa H-chain (y4-chain) consisting of 448 amino acid residues, an anti-FIXa L-~chain (k-chain) consisting of 214
amino acid residues, an anti-FX H-chain (y4-chain) consisting of 446 amino acid residues and an anti-FX L-chain (-

chain) consisting of 216 amino acid residues each.
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L, ZOftie b IgG4 IZHEL, HED 1 207 I VBERENBHRINTVWS (S225P). Vv U~7
iX, CHOMBRIZE VEESND. VH U ~T7I%, M4BT IV BERENLRD HE (48 2 KR
220 DT I /BB, 25 LB (8 2K THRENDHES 30 B (T8 1 10 149,000) TH 5.

Sasanlimab is a recombinant anti-PD-1 monoclonal antibody whose complementarity-determining regions are derived
from mbuse antibody and other regions are derived from human IgG4. In the H-chain, the amino acid residue is
substituted at 1 position (S225P). Sasanlimab is produced in CHO cells. Sasanlimab is a glycoprotein (molecular
weight: ca. 149,000) composed of 2 H-chains (y4-chains) consisting of 444 amino acid residues each and 2 L-chains

(k-chains) consisting of 220 amino acid residues each.
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QU ARAY XV~ TV UL, RUEEDESE (OFE 0 151,000 THY, BiaFHEBRZE
O —F VK DOTER 2~3 HOVATA VEBEIL, EraxXr Y U7 P B ERE ) v h—nE BT
2V v ((BRSK-1-[(25,58)-1-{[4-({[(115,11a8)-11- & K -7-2 k3% 3-8-[(5-{[(11a8)-7-R }F/-2-A Fb-
5-F% Y 5,11a- Pt RR-1HARVY ]V r a[1,2-][14]57 ¥ ¥ r-8-1 AAF 30 F )4 % 312- 2
FNS-FF V5,10,11,11a-F kT & RE-1H-~R YV [e] ¥ 1 1 [1,2-6][14] 7 ¥ ¥ r-10- 0 VR =V ]4 %
SNAAFANT ==V T 2 35-(1- 2 FATZFN)2-2 FN-14,735-F b T 3% V-10,13,16,19,22,25,28,31-
I 7 EFXY3634- PV THEATEZ LY T avZr3TA V254 %V ERY VU3-A L E

(CrsH10oNsO2s ; Y F & 1 1,497.66)) SEALTWS. HEESE, BEETRBRZH CD19 HikTH Y,
Z OB~ Y AFUKIC, TOMITE b IgGl ICANL, HEH0 CHREO K450 HRESRTVS. #
FRERy1E, CHO MBS & 0 A S NG, & L5 B, M9 BT I ) B, 5725 HEH (y1 84)
2ARORMBEOT I /BEENGZ2D LE 8 2 K THERINIES /378 (4F& K 147,000)
Thb.

Loncastuximab Tesirin is an antibody-drug-conjugate (molecular weight: ca. 151,000) consisting of Tesirine ((3RS)-
1-[(2S,58)-1-{[4-({[(11S,11aS)-11-hydroxy-7-methoxy-8-[ (5-{[(11aS)-7-methoxy-2-methyl-5-0x0-5,11a-dihydro-
1H-benzolelpyrrolo[1,2-a][1,4]diazepin-8-ylJoxy }pentyloxy]-2-methyl-5-oxo-5,10,11,1 la-tetrahydro-1H-
benzo[e]pyrrolo[1,2-a][1,4]diazepine-10-carbonyl]oxy } methyl)phenyljamino}-5-(1-methylethyl)-2-methyl-



1,4,7,35-tetraox0-10,13,16,19,22,25,28,31-octaoxa-3,6,34-triazaheptatriacontan-37-yl]-2,5-dioxopyrrolidin-3-yl

group (C75H102NsO3; molecular weight: 1,497.66)), which is composed of pyrrolobenzodiazepine dimer and linker,
attached to an average of 2-3 cysteine residues of the recombinant monoclonal antibody. The antibody moiety is a
recombinant anti-CD19 monoclonal antibody whose variable regions are derived from mouse antibody and other
regions are derived from human IgG1, and the C-terminal K450 is deleted in the H-chain. The antibody is produced
in CHO cells. The protein moiety is a glycoprotein (molecular weight: ca. 147,000) composed of 2 H-chains (y1-
chains) consisting of 449 amino acid residues each and 2 L-chains (x-chains) consisting of 211 amino acid residues

each.
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X: 2'-deoxy-2'-fluoronucleotide O\\ /S'
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Cs32He78F7N177Na430321P13S6

DR TG UF MDA, TP T oy —FUiistd 5 siRNA FEEDO T RV D AETHY, BV
ZED PRI 3 DD GalNAc ZFr Y H o FEBIHES LTV 5. siRNA #41%, {EREMS 7z 21 D
X7 VAT FBEN RSB AEEMEREN Sz 23 BOX 7 VAF FERENDRD TV FE U R
PEPLBRIND 2ARHAV IX I VFF R THS. ‘ :

Zilebesiran Sodium is a sodium salt of an siRNA derivative targeting angiotensinogen covalently linked to a ligand
moiety containing three GalNAc at the 3’ end of the sense strand. The siRNA moiety is composed of a duplex
oligonucleotide of sense strand consisting of chemically modified 21 nucleotide residues and antisense strand

consisting of chemically modified 23 nucleotide residues each.
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C22H20F3NO3

(RE)-N-[(TR)-7-t Fr *¥1-5,6,78-7T T & RuF 7 & L l-A 1]-
2-[T( RV ZFa AFN)23-T R-AH1-_V T4 A VF T RTI R

(2E)-N-[(7R)-7-Hydroxy-5,6,7,8-tetrahydronaphthalen-1-yl]-
2-[7-(trifluoromethyl)-2,3-dihydro-4 H-1-benzopyran-4-ylidene]acetamide
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JAN (BA&4%)
JAN (GE 4)

7 )BEIRRDANT 4 NiEE

H

QVQLVQSGAE VKKPGASVKV S?KASGYTFT NYNMHWVRQA PGQRLEWMGT 50
IYPGNDDTSY NQKFKDRVTI TADTSASTAY MELSSLRSED TAVYY&ARGG 100
YRAMDYWGQG TLVTVSSAST KGPSVFPLAP CSRSTSESTA ALGCLVKDYF 150
PEPVTVSWNS GALTSGVHTF PAVLQSSGLY SLSSVVTVPS SSLGTKTYTC 200
NVDHKPSNTK VDKRVESKYG PPCPPCPAPE FLGGPSVFLEF PPKPKDTIMI 250
SRTPEVTCVV VDVSQEDPEV QFNWYVDGVE VHNAKTKPRE EQFNSTYRVV 300
SVLTVLHQDW LNGKEYKCKV SNKGLPSSIE KTISKAKGQP REPQVYTLPP 350
SQEEMTKNQV SLTCLVKGFEY PSDIAVEWES NGQPENNYKT TPPVLDSDGS 400
FFLYSRLTVD KSRWQEGNVE SCSVMHEALH NHYTQKSLSL SLGK 444
L& |

DIVMTQSPLS LPVTPGEPAS IS?RSSQSIV YSNGNTYLGW YLOKPGQSPQ 50
LLIYKVSNREF SGVPDRFSGS GSGTDEFTLKI SRVEAEDVGV'YYéFQGSHVP 100
YTFGQGTKLE IKRTVAAPSV FIFPPSDEQL KSGTASVVCL LNNFYPREAK v150
VOWKVDNALQ SGNSQESVTE ODSKDSTYSL SSTLTLSKAD YEKHKVYACE 200
VTHQGLSSPV TKSENRGEC 219
HE QL : MM n 7/ /¥ I U ; HEIN294 : FEgRES ; HE K444 - um7r ek

H 84 C131-L §4C219, H 4 C223—HEE C223, HEC26-HC226: VALT 4 NiA
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~/uY<7, BEFHEBRIG CD4T £/ 7 a—FAHETHY, TOMMBHERERIX~ Y AHUkICH
kLU, £OMiTe M IgG4IcH®ET 3. HED 1 EOT IV BEEENSER (S25P) EhTW5b. w7/l
<71, CHOMRIZZVEEAShS. v/ u)~71%, 44EO7 I 7 BEENLRLZHHE (B8 2K
BOQ9EO7 I VBEENLRD LY 88 2ATHRINIES 28 (HFE % 148,0000 T
»H5.

Magrolimab is a recombinant anti-CD47 monoclonal antibody whose complementarity-determining regions are
derived from mouse antibody, and other regions are derived from human IgG4, whose amino acid residue in the H-
chain is substituted at 1 position (S225P). Magrolimab is produced in CHO cells. Magrelimab is a glycoprotein
(molecular weight: ca. 148,000) composed of 2 H-chains (y4-chains) consisting of 444 amino acid residues each and

2 L-chains (k-chains) consisting of 219 amino acid residues each.
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C31HasCLFN4Os.
(35,3'S,3a'5,10a'S)-6-7 B 2-3'-(3-7 B R2-T VAR T = =)V)-1'(¥ 7 071 BV A FN)-6- A F)L-
2-A%/-1,2,3,3a,10,10a-~F & Fe-1'H- A a1 R—L32-Frn [2',3"4,51E 7 2 [1,2-b]

LB T A NR B

(35,3'S,3a'S,10a'S)-6-Chloro-3'-(3-chloro-2-fluorophenyl)-1 '—(cyclopropylmethyl)—6'—méthy1—2-oxo- 1,2,3',32',10',10a-
~ hexahydro-1'H-spiro[indole-3,2'-pyrrolo[2',3":4,5 ]pyrrolo[ 1,2-b]indazole]-7'-carboxylic acid
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